In the title compound, C 19 H 18 N 2 O 2 , the dihedral angle between the mean planes of the fused chromeno and isoxazole units is 43.71 (7) . The isoxazole and pyran rings exhibit envelope and half chair conformations, respectively. The crystal packing is stabilized by intermolecular C-HÁ Á Á interactions.
Related literature
For uses of chromeno derivatives, see: Carlson (1993) ; Sokoloff et al. (1990) and for uses of isoxazole derivatives, see: Kozikowski (1984) ; Howe & Shelton (1990) . For a related structure, see: Gangadharan et al. (2011) . For puckering parameters, see: Cremer & Pople (1975) . For bond-length and bond-angle distortions, see: Rybarczyk-Pirek et al. (2002) ; Allen et al. (1987) ; Raju et al. (2002) ; For the synthesis of isoxazolidines, see: Bakthadoss & Murugan (2010 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). as herbicidal, plant growth regulators and antitumour activities (Howe & Shelton, 1990) . These observations prompted us to synthesize the title compound with fused chromeno and isoxazole rings (Bakthadoss & Murugan, 2010) .
In the title molecule (Fig 1) , the fused benzene and pyran rings forming the chromeno system are inclined to one another at a dihedral angle of 4.47 (7)° between the best planes of the rings. The six membered pyran ring adopts a half chair conformation with puckering amplitude Q= 0.4782 (15)Å, θ = 50.93 (17)° and φ = 278.3 (2)° (Cremer & Pople, 1975) . In the pyran ring the C-C bond distances vary from a minimum of 1.3901 (19)Å to a maximum of 1.5332 (19)Å in comparison with a typical aromatic bond length of 1.384 (13)Å (Allen et al., 1987) . This could be attributed to the presence of the heteroatom O1 in the cyclic system and also to the fusion of the pyran and isoxazole ring systems (Rybarczyk-Pirek et al., 2002) .
The fusion between the isoxazole and the pyran rings at C7 and C8 is in cis-form. The dihedral angle between the fused chromeno and the isoxazole moieties is 43.71 (7)°.
The isoxazole ring adopts an envelope conformation at N1 with puckering parameters q2 = 0.5179 (14)Å and φ2 = 217.11 (16)° (Cremer & Pople,1975) . In the isoxazole ring, enlargement of bond lengths and bond angles are observed at the points of linkages of substituents and fusion to the pyran ring (Raju et al., 2002) .
The phenyl ring (C12-C17) substituent is almost perpendicular to the five membered isoxazole ring, the dihedral angle between them being 81.26 (8)°. The geometric parameters of the title compound agree well with reported structure (Gangadharan et al., 2011) .
The crystal packing is stabilized by C-H···C and C-H···π interactions (C3-H···Cg3, where Cg3 is the centroid of the six membered ring defined by atoms C1-C6). The symmetry codes are: (i) x, y-1, z; (ii) -x, 1/2+y, 1/2-z. The packing view of the title compound shown in Fig. 2 .
Experimental
A mixture of compound (E)-2-((2-formylphenoxy)methyl)-3-p-tolylacylonitrile (1 mmol) with N-methylhydroxylamine hydrochloride (1.1 mmol), pyridine (0.24 ml,3 mmol) and ethanol (5 ml) were placed in a round bottom flask and refluxed for 6 h. After completion of the reaction as indicated by TLC, the reaction mixture was concentrated under reduced pressure.
The crude product was diluted with water (10 ml), dilute HCl (5 ml) and extracted with ethylacetate (20 ml). The organic layer was washed with brine solution (10 ml) and concentrated. The crude product was purified by column chromatography to provide the pure desired product as colourless solid. supplementary materials sup-2 Refinement All hydrogen atoms were placed in calculated positions with C-H = 0.93-0.98Å and refined in riding model with isotropic displacement parameters: U iso (H) = 1.5U eq (C) for methyl group and U iso (H)=1.2U eq (C) for other groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (10) 0.0635 (9) 0.0059 (7) 0.0086 (7) −0.0008 (7) C6 0.0345 (7) 0.0484 (8) 0.0494 (7) −0.0031 (6) 0.0114 (5) −0.0031 (6) C7 0.0363 (7) 0.0498 (8) 0.0451 (7) 0.0003 (6) 0.0063 (5) −0.0022 (6) C8 0.0403 (7) 0.0442 (8) 0.0485 (7) 0.0010 (6) 0.0077 (6) −0.0006 (6) C9 0.0603 (9) 0.0506 (9) 0.0511 (8) 0.0042 (7) 0.0078 (7) 0.0046 (7) C10 0.0504 (9) 0.0462 (8) 0.0630 (9) −0.0033 (7) 0.0137 (7) −0.0057 (7) (9) 0.0078 (7) 0.0084 (7) 0.0074 (7) C14 0.0741 (11) 0.0536 (9) 0.0529 (8) −0.0037 (8) 0.0173 (8) 0.0015 (7) C15 0.0541 (9) 0.0487 (9) 0.0603 (9) −0.0047 (7) 0.0122 (7) −0.0128 (7) C16 0.0563 (9) 0.0580 (10) 0.0644 (10) 0.0141 (8) 0.0026 (7) −0.0008 (8) C17 0.0637 (10) 0.0576 (9) 0.0474 (8) 0.0064 (8) 0.0057 (7) 0.0036 (7) 
Hydrogen-bond geometry (Å, °)
Cg3 is the centroid of the C1-C6 ring. 
